Related literature
For general background to hydrazone derivatives, see: Kahwa et al. (1986) . For the structures of 2,4-dinitrophenylhydrazine and 9-anthraldehyde, see: Okabe et al. (1993) 
Data collection
Bruker APEXII CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 2000) T min = 0.764, T max = 0.999 18174 measured reflections 3708 independent reflections 1466 reflections with I > 2(I) R int = 0.132 Refinement R[F 2 > 2(F 2 )] = 0.074 wR(F 2 ) = 0.242 S = 0.88 3708 reflections 263 parameters H-atom parameters constrained Á max = 0.25 e Å À3 Á min = À0.22 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2003); cell refinement: SAINT (Bruker, 2003); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: WinGX publication routines (Farrugia, 2012) . supplementary materials Acta Cryst. (2013) . E69, o705 [doi:10.1107/S1600536813009197] 1-[(E)-Anthracen-9-ylmethylidene]-2-(2,4-dinitrophenyl)hydrazine Joana de A. e Silva, Consuelo Yuste-Vivas, Abilio J. F. N. Sobral and Manuela Ramos Silva
Comment
The title compound was synthesized as part of an investigation of the coordination properties of Schiff bases functioning as ligands. Metal complexes based on Schiff bases have been developed in biology and macromolecular chemistry in the last years (Kahwa et al., 1986) .
The three dimensional arrangement of the molecules is held together by weak hydrogen bonds interactions between C-H and nitro-oxygen atoms.
Each unit is almost planar with a maximum deviation of 0.179 (6) A for O2, bond lengths varying in the ranges of [1.331 (9)-1.463 (8), 1.215 (7)-1.242 (6), 1.294 (7)-1.461 (8) and 1.389 (7) A for C-C, N-O, C-N and N-N respectively] and bond angles agreeing with those for the initial ligands. Molecules grow along the a-axis giving layers in the plane bc with an ABAB disposition, as well as each A and B layers are actually an alternating double layer. Two neighbor units of compound 1 create an angle of 68.92 (3)° between them along the c-axis.
The angle between the two nitro groups and the central benzene ring by 83.6 (5) and 2.6 (6)°, and the angle between these two nitro groups is 11.1 (7)°. Dihedral angle between the two aromatic parts of the molecule are 179.7 (6) and -171.7 (6)°, for C8-C7-N4-N3 and C7-N4-N3-C1 respectively.
Experimental
All reagents were obtained from commercial sources and used wirh no further purifications.
The compound was obtained when 1 g of (2,4-dinitrophenyl) hydrazine was dissolved in 5 mL of concentrated H 2 SO 4 .7.5 mL of water where added very slowly to the solution, after this were also added 25 mL of ethanol. In other flask, 4 mL of ethanol 0.05 g of anthracene-9-carbaldehyde where dissolved, and then, 1.80 mL of (2,4-dinitrophenyl)hydrazine was added to the solution. The two solutions were mixed and left to stand, at room temperature, for 24 h and then the solid compound was filtered., 049 g (52,7%)of the final product were obtained.
Refinement
All H atoms could be located in a difference Fourier synthesis but were placed in calculated positions and refined as riding on their parent atoms, using SHELXL97 (Sheldrick, 2008) defaults. Due to the absence of anomalous scatterers, the absolute structure could not be determined. Special details Geometry. All e.s.d.'s (except the e.s.d. in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell e.s.d.'s are taken into account individually in the estimation of e.s.d.'s in distances, angles and torsion angles; correlations between e.s.d.'s in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell e.s.d.'s is used for estimating e.s.d.'s involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Computing details

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq O1 0.2253 (10) 0.1891 (7) 0.26020 (13) 0.0951 (18) O2 −0.0875 (10) 0.1412 (7) 0.22882 (14) 0.0932 (17) C9-C8-C7 115.9 (5) C19-C20-C21 122.9 (6) C14-C9-C10 116.7 (5) C19-C20-H20 118.6 C14-C9-C8 119.7 (5) C21-C20-H20 118.6 C10-C9-C8 123.6 (6) Symmetry code: (i) x+1/2, −y+3/2, −z.
